The raw data. Fig. 2, Fig. 5 , and Supplementary Fig. 6e : The mRNA levels of Fasn, Acc1, and Acl were normalized to 36B4 levels (internal control). The values were presented as fold changes relative to control groups, respectively. Fig. 6f and Supplementary  Fig. 6c : Lipogenesis rates were normalized to protein levels. Fig. 6g and Supplementary Fig.  6g , H3K27ac and H3K9ac levels on the Fasn promoter were presented as the percentage of input. Fig. 7 : AUC fold changes (relative to control groups) in GTT and ITT. Supplementary  Fig. 1 : Snail1 protein levels were quantified by ImageJ and normalized to Hsp90 levels (f) or Lamin A/C (g). Fold changes were presented (relative to control groups). Supplementary Fig.  5 : Fasn and Fasn (ΔSRE) luciferase activities were normalized to β-gal (internal control). Values are presented as fold changes relative to control groups.
